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ABSTRACT:

The genus Acinetobacter is involved in many hospital infections. The main representative species of
this genus is Acinetobacter baumannii, with rapid and global emergence of multidrug-resistant
strains (MDR). In this study, we analyzed the antimicrobial susceptibility profile in Acinetobacter spp.
strains isolated from hospitalized patients and identified by the Laboratory of Clinical Microbiology of
a public hospital, through Vitek® automated system, from August 2013 to August 2017. Of the 568
positive cultures for Acinetobacter spp., 440 were from ICUs and 128 from the wards. Blood culture
was the most prevalent clinical specimen (30,3%) followed by tracheal secretion (29%). The high
frequency of Acinetobacter infections in sites such as blood and respiratory tract may be related to
the ability of this pathogen to survive in dry places and surfaces, which promotes its propagation in
the hospital environment. Moreover, the results showed resistance to penicillins and cephalosporins
in 100% of the samples in these two clinical specimens. In general, the data demonstrated an
increase in the number of resistant isolates over the years, for all the antimicrobials tested (beta-
lactams, aminoglycosides, glycylcyclines, quinolones and polymyxins), especially for carbapenems
(85,7 - 90,1%) and polymyxins (0 - 1,6%). Besides being related to its extensive use, in
Acinetobacter, resistance to beta-lactams is commonly associated to chromosomal enzymes and
dissemination of beta-lactamase genes located in mobile genetic elements, as described by previous
studies in this hospital, which reported large occurrence of OXA enzymes (group 23, 253) in
Acinetobacter spp. isolates. Although the occurrence of polymyxin-resistant Acinetobacter spp. was
lower than the world average (5%), the detection of such isolates highlights the potential risk of
emergence and dissemination of these bacteria in response to antibiotic exposure. Such exposure
may generate different responses in cells, such as modifications or total loss of LPS. In addition, all
Acinetobacter spp. isolates included in this study were classified as XDR (not susceptible to at least
one agent in all antimicrobial categories). Resistance in Acinetobacter spp has evolved over the
years and, in many cases, is related to the extensive use of antibiotics, resulting in the emergence
of XDR pathogens, fact that highlights the importance of severe control and appropriate use of
antimicrobial therapy against these bacteria.
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