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Resumo :

Shiga toxin-producing E. coli (STEC) are food-borne pathogens responsible for causing hemorrhagic colitis
and hemolytic uremic syndrome. Cattle and other ruminants are natural reservoirs for STEC that can also be
found in the environment in many different conditions. EspP belongs to the family of serine protease
autotransporters of Enterobacteriaceae and considered as one of STEC additional virulence factor. Different
subtypes of EspP have been described, and among them EspPa have been associated with isolates from
patients with severe disease. The aim of this study was to evaluate the presence of espP genes and the
distribution of espP subtypes in a collection of 128 STEC LEE-negative strains isolated from several animal
species and belonging to different serotypes. Strains were screened for the presence of espP using PCR
with specific primers that amplify a 1,830-bp internal fragment of the gene. For subtyping two methods were
employed. The amplicon from espP-positive strains was digested with Alul resctrition enzyme and RFLP
analysis was performed by agarose gel electrophoresis. In addition, detection of espPa, espPf and espPy
alleles was carried out by specific PCR. espP was found in 74 (57.8%) STEC strains, being more frequent
among isolates from cattle (72%) and buffalos (78%) compared to isolates from goats (19%). None of the
STEC strains isolated from sheep carried espP. espP-positive isolates belonged to a diversity of serotypes.
Subtypes C and espPf prevailed among the STEC strains studied being identified in 92% and 59% of the
isolates, respectively. espPy was detected in 39% of the isolates, and all of which was also positive for
espPpB. The subtype of one espP-positive STEC strain could not be identified by the methods employed. In
summary, although espP is largely distributed among STEC isolates from the animal reservoir, the high
frequency of espPf allele identified suggests that these animals are not reservoirs of STEC encoding the
biologically active EspP subtypes.



